FZ 1 Growth data of five different tilapia strains

Straitts Growth Initial average Final average SG AG FC M CF S
days body weight (g) body weight(g) (%/day) (g/day) (%) (%)
GMT 212 53.19 685.32 1.26 3.11 1.80 88 4.08 100.00
TN 212 94.67 578.65 0.89 2.38 2.00 29 3.89 98.67
CAT 212 101.33 711.53 0.96 3.01 1.92 93 3.96 100.00
FAT 212 48.67 612.77 1.25 2.78 1.84 95 4.18 98.67
FN 212 78.00 594.20 1.00 2.54 2.00 54 429 100.00

GMT: Genetically male tilapia; TN: Nile tilapia from Thailand; CAT: all-male hybrid tilapia from China; FAT: all-male
hybrid tilapia from farmer ; FN : Nile tilapia conserved in Freshwater aquaculture research center. SG: Specific growth rate;

AG: Daily weight gain; FC: Feed coefficient; M: Male ratio; CF: Condition factor; S: Survival rate.
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Primer No Primer sequence G+C content Annealiﬁng Temp. dNTP conc. Mg++ cone. DNA conc.
’ (%) (C) (mM) (mM) (ug/ul)
406 5-GCCACCTCCT 70 52
412 5-TGC GCCGGTG 80 52
416 5-GTGTTTCCG G 60 50
421 5-ACG GCCCACC 80 56
425 5-CGTCGGGCCT 80 56
428 5-GGCTGC GGT A 70 50
438 5-AGA CGG CCG G 80 56
439 5-GCCCCTTGAC 70 52
456 5-GCG GAGGTCC 80 54
457 5-CGACGCCCTG 80 52
460 5-ACT GAC CGG C 70 52
472 5-AGG CGTGCA A 60 50
492 5-GTGACTGCTC 60 50 15 15 05
508 5-CGGGGCGGA A 80 50 ’ :
517 5-GGTCGCAGCT 70 52
521 5-CCGCCCCACT 80 52
536 5-GCCCCTCGTC 80 54
543 5-CGCTTC GGG T 70 52
563 5-CGCCGCTCCT 80 52
570 5-GGCCGCTAAT 60 52
571 5-GCGCGGCACT 80 56
585 5-CCCGCG AGTC 80 54
588 S-CAGAGGTTGG 60 50
592 5-GGG CGA GTGC 80 56
595 5-GTC ACCGCGC 80 52
600 5-GAA GAACCGC 60 50
NAPS #416

M1 2 34567 8 910111213141516171819202122232425 M

. - »

NAPS H588

I RAPD 5|3 NAPS#416 B2 NAPS#588 % 24 BN EE D2 FEHIEIZ DNA R ERZ SHMELLER

M: marker (A DNA/Hind Il +¢X 174 DNA/Haell) ; 1{AIESAREE (TE3EER%) : 2 [AIECIREE (B 5RER) s 3.5 EHRER - 4.
STEEER o BB T HTE S ERA O BR 10418 11LEE 128508 BIERR 4ER 15O 168
B 1755 5 18 2UIEUREE ¢ 19 BMESR - 20 /KCPS0E « 21. 5208 5 228 5 23 BEFT 1 24.C57BL6J strain Zi, 5 25.WISPER strain
Zin o 1.4 % agarose gel ° PCR RIEHEELA RAPD SIS IRIBIFREI TRIE -

IKE LRI

&

SUR





