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Nucleotides level (g/100g diet) Final weight (g) Weight gain (%) FCR

0 98.3+8.4 396.5+57.3" 1.33£0.10°

0.05 92.5+10.1 357.9+62.1° 1.21+0.06"

0.1 107.3+9.5 447 4+46.2° 1.13+0.09®

0.2 133.7£7.9 558.6+77.4° 1.15+0.02°

0.4 128.4+8.0 542.0+52.9° 1.13+0.03*

Values are means+S.E.M. Means within a given column with different superscripts are significantly different (p < 0.05)
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Diets
Fatty acid NO NO0.05 NO.1 NO.2 NO.4
L VM DM L VM DM L VM DM L VM DM L VM DM
C14:0 11 4.2 3.7 1.0 39 35 11 4.1 338 1.0 3.8 338 1.0 3.9 3.9
C16:0 166 163 172 171 163 175 168 163 168 170 163 171 169 163 174
Cl16:1 6.4 7.6 58 6.7 8.1 5.1 6.0 8.0 5.0 6.3 7.5 49 6..9 7.7 5.0
C18:0 6.6 3.9 3.9 6.3 3.6 42 6.9 4.0 4.0 7.0 4.1 3.7 71 38 3.9
ci18:1 263 259 241 265 249 240 255 251 247 258 246 243 235 245 242
C18:2n6 8.0 6.3 6.1 7.2 6.5 6.0 7.7 6.1 6.5 7.6 6.6 6.6 7.2 6.6 6.3
C18:3n3 0.5 0.7 11 0.4 0.6 1.2 0.3 0.5 1.0 0.5 0.7 13 0.4 0.6 1.2
C20:0 0.6 0.5 - 0.7 0.6 - 0.6 0.5 - 0.8 0.6 - 0.6 0.6 -
C20:1 0.4 - 0.4 0.6 - 0.5 0.6 - 0.4 0.6 - 0.4 0.6 - 0.5
C20:5n3 5.5 7.8 7.5 5.3 7.7 7.9 5.7 8.1 74 5.2 7.6 7.3 5.4 7.5 7.5
C22:5n3 0.3 0.5 - 0.2 0.6 - 0.2 0.7 - 0.3 0.6 - 0.3 0.5 -

C22:6n3 74 7.6 8.9 6.9 8.0 9.1 6.8 7.7 8.7 7.0 7.9 8.8 7.3 7.5 9.0
Saturates 249 249 248 251 244 252 254 249 246 258 248 246 256 246 252
Monoenoics 331 335 298 338 330 296 321 331 301 327 321 296 310 322 297
n-3 HUFA 132 159 164 124 163 170 127 165 161 125 161 161 130 155 165

Values are means+S.E.M. Means within a given column with different superscripts are significantly different ( p < 0.05)
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