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Modiolus philippinarum
Lutraria rhynchaena

Limnoperna fortunei

Saccostrea glomerata
Venustaconcha ellipsiformis
(Ellipse) (Actinonaias ellipsiformis)
Argopeclen purpuratus

(Chilean northern scallop)

Bathymodiolus platifrons

Anadara broughtonii
(Blood clam) (Scapharca broughtonii)

Pinctada imbricata

(Atfantic peari-oyster) (Pinctada martensii)
Azumapecten farreri

Ruditapes philippinarum

(Japanese littleneck clam) (Venerupis philippinarum)

Crassostrea gigas
(Pacific oyster) (Crassostrea angulata)

Mytilus galloprovincialis
(Mediterranean mussel)

Mizuhopecten yessoensis
(Japanese scallop) (Patinopecten yessoensis)
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