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Aeromonas hydrophila (13) ATCC7966 0 8(Y) 13(W)
Aliivibrio logei (1) ATCC15382 0 1(G) 1(R)
Edwardsiella tarda (16) ATCC15947 0 6(Y)2(G) 16(W)
Enterococcus faecalis (1) ATCC19433 0 1(Y) 0
E. faecium (2) ATCC19434 0 1(Y) 0
Escherichia coli (2) ATCC25922 0 0 1(W)
Jacterium columnaris (1) NCIMB2248 0 0 0
Lactococcus garvieae (5) MT2055 0 0 0
Listonella anguillarum (4) ATCC19264 0 4(Y) 4(W)
L. pelagia (1) ATCC25916 0 0 (W)
Photobacterium damselae subsp. damselae (4) = ATCC33539 0 4(G) 4(R)
P. damselae subsp. piscicida (14) ATCC51736 0 0 3(W)1(R)
P. leiognathi (2) ATCC25521 0 2(G) 2(R)
Pseudomonas aeruginosa (2) ATCC10145 0 0 2(W)
P. anguilliseptica (1) NCIMB2248 0 0 0
Staphylococcus epidermidis (2) ATCC12228 2(GY) 0 0
Streptococcus iniae (2) ATCC29178 0 0 0
Vibrio aestuarianus (1) ATCC35048 0 1(Y) 1(W)
V. alginolyticus (26) ATCC17749 26(GY) 26(Y) 26(W)
V. campbellii (1) ATCC25920 0 0 1(W)
V. diazotrophicus (1) ATCC33466 0 1(Y) 1(W)
V. fluvialis (2) ATCC33809 0 1Y) 1(W)
V. furnissii (1) NCTC11218 0 1(Y) 1(W)
V. harveyi (6) ATCC14126 0 6(Y) 6(W)
V. mimicus (1) ATCC33653 0 1(G) 1(R)
V. natriegens (1) ATCC14048 0 1(Y) 1(W)
V. nereis (1) ATCC25917 0 0 0
V. parahaemolyticus (4) ATCC27969 0 4(G) 4(R)
V. proteolyticus (1) ATCC15338 1(B) 1(G) 1(R)
V. salmonicida (1) ATCC43839 0 1(G) 1(R)
V. splendidus (1) ATCC33125 0 1(G) 1(R)
V. vulnificus (4) ATCC27562 0 3(G) 4R)
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Sodium Chloride 90.0 ¢
Proteose Peptone 100 g
Sucrose 150 g
Agar 150 g
Beef Heart, Infusion from 250 g 98 ¢
Calf Brains, Infusion from 200 g 77 ¢
Disodium Phosphate 25 ¢
Dextrose 20 g
Difco™ Oxgall 1.0 g
Bromocresol Purple 0.02 ¢
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Va+ Vv WA - PRI Va TIEAMEE ST > Va TR Rk - VWV TEER
RO

Va: V. alginolyticus; A: Aeromonas hydrophila; La: Listonella anguillarum; Se: Staphylococcus epidermidis;

Vf: V. fluvialis; Vh: V. harveyi; Vpa: V. parahaemolyticus; Vpr: V. proteolyticus; Vv: V. vulnificus
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